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SEQUENCE LISTING 



«110> Ottawa Health Research Institute 
Megeney, Lynn 



<X20> MOPULATIOW OF STEM CELL DIFFERENTIATION 
BY MODULATION 0? CASPASE-3 ACTIVITY 



<130> 241-137PCT 

<140> 2SJ/A 

<Ui> 2003-12-10 

<XB0> U9 GO/431, 991 
<1S1> 2002-12-10 

«£l50> U6 60/431,990 
<151> 2002-12-10 

<160> 10 

<170> FaatSEQ for Windows Version 4.0 
<210> 1 

<211> 835 • - 

<212> DNA 

<213> Homo sapiens 

<220> 
-=221=. 
<222> 

<223> human caepaae-3 gene 
c400> 1 

aatggagaac actgaaaact cagtggattc aaaatcoatt aaaaatttgg aaccaaagat 50 
catacatgga agcgaatcaa tggactctgg aatatccctg gacaacagtt ataaaatgga 120 
ttatcctgag atgggttfcat gtataataat taataat&ag aatttteata aaagcactgg 160 
aatgacatct cggtctggta cagatgtcga cgcagcaaac ctcagggaaa cattoagaaa 240 
cttgaaatat gaagtcagga ataaaaatga tcttacacgt gaagaaattg tggaattgat 300 
gcgtgatgtt totaaagaag atcacagcaa aaggagcagt tttgfcttgtg tgcttctgag 360 
coatggtgaa gaaggaataa tttttggaao aaatggacct gttgaectga aaaaaataac 420 
aaactttttc agaggggatc .gttgtagaag tcfcaactgga aaacccaaac ttttoattat 480 
tcaggcctgo egtggfcacag aaetggacfcg tggcattgag acagacagtg gtgttgatga 540 
tgacatggog tgtcataaaa taceagtgga ggccgacttc ttgtatgcat actccacagc 600 
acctggttat tattcttggc gaaattoaaa ggatggotcc tggttcatoa agtcgctttg 560 
tgccatgctg aaa,eagtatg ccgacaagct tgaatttatg cacattctta occgggttaa 720 
ocgaaaggtg gcaacagaat ttgagtoott tteotttgac gctacttttc atgcaaagaa 780 
acagattoca tgtattgttt ccatgotcao aaaagaactc tatttttatc actaa a3S 

<210> 2 
<211> 277 
<212> PRT 

<213* Homo sapienB 
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<400> 2 

Met Glu Asn Thr Glu Asn Ser Val Aep Ser Lys Ser He Lya Asn Leu 

IS 10 IS 

Glu Pro Lya He lie. Hie Qly Ser Qlu Ser Met Asp Ser Gly Tlfc Ser 

20 25 30 

Leu Asp Asn Ser Tyr Lye Met Aep Tyr Pro Glu Met Gly Leu eye He 

35 40 45 

He He Asn Asn Lye Aen Phe Hie Lye Ser Thr Gly Met Thr Ser Arg 

50 * 55 60 

Ser Gly Thr Aep val Asp Ala Ala Aen Leu Arg Glu Thr Phe- Arg Asa 
65 70 75 BO 

Leu Lys Tyr Glu Val Arg Asn I/ye Asn Aep Leu Thr Arg Glu Glu lie 

65 90 95 

Val Glu Leu Met Arg Asp Val Ser Lys Glu Asp Hie ser Lya Arg Ser 

100 105 110 

Ser Phe Val Cys Val Leu Leu Ser Hie Gly Glu Glu Gly. He He Phe 

115 X20 125 

Gly, Thr Aan Gly Pro Val Asp Leu Lys Lye He Thr Asn Phe Phe Arg 

130 135 140 

Gly Asp Arg. eye Arg Ser Leu Thr Gly Lya Pro Lys Leu Phe He Tie 
145 ISO 155 160 

Glu Ala cys Arg Gly Thr Glu Leu Asp Oys Gly He Glu Thr Asp Ser 

165 170 175 

Gly Val Asp Asp Aep Met Ala Cys His Lys He Pro Val Glu Ala Asp 

1B0 165 190 

Phe Leu Tyr Ala Tyr Ser Thr Ala Pro Gly Tyr Tyr Ser Trp Arg Aan 

195 200 205 

ser Lys Asp Gly Ser Trp phe He Gin Ser Leu Cy& Ala Met Leu Lys 

210 215 220 

Qln Tyr Ala Asp Lys Leu Glu Phe Met His He Leu Thr Arg Val Asn 
22S 230 235 240 

Arg Lys Val Ala Thr Glu Phe Glu Ser Phe Ser Phe Asp Ala Thr Pbe 

245 2S0 " 255 

His Ala Lys Lys Gin He Pro Cys He Val Ser Met Leu Thr Lys Glu 

260 265 270 

Leu Tyr Phe Tyr His 
275 



<210> 3 

<211> 1910 

<212> DNA 

<213? Homo sapiens 



<220> 
*221> 
<222> 

<223> human MST1 gene 



<400> 3 

ccggctgctg geateggaca tggagacggt acagctgagg aacccgccga geeggcaget 60 
gaaaaagttg gatgaagafca gtttaaccaa acaacoagaa gaagtatttg atgtcttaga 120 
gaaacttgga gaagggtcct atggcagcgt atacaaagct atteataaag agaccggcca 180 
gattgttgct attaagaaag ttcctgtgga ateagaaefce caggagataa tcaaagaaat 240 
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ctctataafcg cagcaatgtg acagoectca tgtagtcaaa tattatggca gttafctttaa 300 
gaaeacagac ttatggatcg ttatggagta ctgtggggct ggttcfcgtat cfcgatatcat 360 
tcgattacga aataaaacgt taacagaaga tgaaatagct acaatattac aatcaactct 420 
taagggactt gaatacottc attttatgag aaaaataaae cgagatatca aggaaggaaa 480 
tattttcfcta aatacagaag gacatgoaaa acttgcagat tttggggtag caggtcaact 540 
tacagatacc atggccaago ggaataoagt gataggaaoa coattttgga tggctccaga 600 
agtgattcag gaaatfcggat acaactgtgt agoagacatc* tggtccctgg gaataactgc 660 
catagaaatg gctgaaggaa agcgacctta tgctgatatc catccaatga gggcaacctt 720 
catgattcct acaaatcctc ctcceaeatt cogaaaacca' gagctatggt cagataactt 780 
tacagafcttt gtgaaacagt gtcttgtaaa gagecatgag cagagggoca cagccactca 840 
gctcctgcag cacccatttg taaggagtgo caaaggagtg tcaatactgc gagaottaat 300 
taatgaagcc atggacgtga aactgaaacg ccaggaatcc cagcagcggg aaatggacca 360 
ggacgatgaa gaaaacfccag aagaggatga aatggattct ggcacgatgg ttcgagcegt 1020 
gggtgatgag atgggcactg tccgagtagc cagcaccatg actgatggag ccaatacfcat 1QB0 
gattgagcac gatgacacgt. tgccatcaca actgggeacc atggtgatca atgcagagga 1140 
tgaggaagag gaaggaaata fcgaaaagaag ggatgagacc atgoagcctg cgaaaccatc 1200 
ctttcttgaa tattttgaao aaaaagaaaa ggaaaaccag atcaacagct ttggcaagag 1260 
tgtacctggt ccactgaaaa attcttcaga ttggaaaata ccacaggatg gagactacga 1320 
gtttcttaag agttggaoag tggaggacct tcagaagagg ctcttggcac' tggaccccat 13 80 
gatggagcag gagattgaag agatccggoa gaagtaccag tccaagcggc agccoatcdt 1440 
ggatgccata gaggctaaga. agagacggca aoaaaacttc tgagcaaggc oaggctgtga. 1500 
gggccccagc cccacccagg ctttgggtga attctggafcg gcttgctoat gtttgttagc 1560 
cagcaccttc tgctctgteg tctccocaca gcaoctttgt gaaotcagga atgfcgcgcica 1620 
gtgggaaggg ctctcttgac agtcagcgtg ccatcntgafc gtgtgtatgt acattggtca 1680 
ggtatattat ctcaaaggat ttatattggg cgacttttaa ctcagagttt taaaccccag 1740 
gaacagagac tcctagttga gtgatagctg ggaaagtttt acattgtcrtg tttttcttct 1800 
occaafeagct ttcaattgtt ctttctggaa gaottttaaa aaaatataaa tatgcatata 1860 
tatatataaa ttataaatag atteccaacg caggttggtg gcatatotgt 1910 

<210> 4 

*211> 487 

<212> PRT 

<213> Homo sapiens 



*400> 4 



Met 


Glu 


Thr 


Val 


Gin 


Leu Arg Asn Pro 


Pro Arg Arg Gin 


I/eu Lye Lys 


1 








5 




10 


15 


Leu 


Asp 


GlU 


Aep 


Ser 


Leu Thr Lye Gin 


Pro Glu Glu Val 


Phe Aap Val 








20 




25 




3Q 


Leu 


GlU 


Lye 


Leu 


Gly 


Glu Gly Ser Tyr 


Gly Ser Val Tyr 


Lys Ala He 


His 




35 






40 


45 


Lye 


Glu 


Thr 


Gly 


Gin He Val Ala 


He Lys Gin Val 


pro Val Glu 




B0 








55 


60 




Ser 


Asp 


lieu 


Gin 


GlU 


ile He Lys Glu 


He Ser He Met 


Gin Gin Cys 


65 










70 


75 . 


60 


Asp 


Ser 


Pro 


His 


Val 


Val Lys Tyr Tyr 


Gly Ser Tyr Phe 


Lya Asn Thr 










85 




90 


95 


Asp 


Leu 


Trp 


He 


Val 


Met Glu Tyr Cya 


Gly Ala Gly Ser 


Val ser Asp 


lie 






100 




105 


110 


He 


Arg 


Leu 


Arg 


Ab» Lya Thr Leu 


Thr Glu Asp Glu 


He Ala Thr 


lie 




11S 






120 


125 




Leu 


Gin 


Sar 


Thr 


Leu Lya Gly Leu 


Glu Tyr Leu His 


Phe Met Arg 




130 








135 


140 


Lys 


He 


His 


Arg 


Asp 


He Lys Ala Gly 


Asn lie Leu Leu 


Aen Thr Glu 


145 










150 


155 


160 
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Ala 


Y.vrci T.aii 


Al a 


J^ma Phe Qlv 

*\B}J CMC 














Thr 


MeC 




T.^ /ri -v* 

■uys Arg 


Aszx 


TOnv Val Tla 

iiu v»i 














*r Ji w# 






Tift rtlrt 


Rill 














sort 

4 u u 


Sex 


T .01 1 


Glv 


rip T»yir* 




He Glu Met 




7 1 ft 










Ala 




He 


Hi h Pro 


Met 


arcj Ala Tls» 
**jlb* 119 


53c 












*r *• 


XT i w 




rijc fix y 




*rzro vsxu Jj™u 














Irlitz 


Vdi 


i*ye 


waH v-y s 


lieu 


wtt-t ijyB per 








1 n 




255 


ml, v- 


c?J.n 


Leu 


lieu uin 


HIS 


Fro PiiQ va.1 












280 


■lie 


Leu 


Arg 


App Leu 


2 le 


ASH GJ-U Ala 




290 












U1U 


Ser 




Arg 


GJ.U Met ASp 










310 


Glu 






Will L. 




oat IsJLy A'Jir 














Glu 


Met 


Glv 

UAy 


Th.ir Val 




va+ £V4-& 004, 












AC 




Met 
riot 


lie 


All \1 1 a 


ASP 


#vBp iur jjeu 














Val 


lie 


a art 


Rio. Glu 


ABp 


uiU 04-U V?-i-U 




J / u 










ASp 


Glu 


Thr 


Met! Gin 


Pirn 


*>-A-ci ijyo 


385 








390 




din 


Lya 


Olu 


Lys Glu 


Aan 


Gin He Asa 








405 






Gly 


Pro 


Leu 


Lye Aan 


Ser 


Ser Asp Trp 








420 




42S 


Tyr 


GlU 


Phe 


Leu Lya 


Ser 


Trp Thr val 






435 






440 


Leu 


Ala 


Leu 


Asp Pro 


Met 


Met Glu Gin 




450 








455 


Lye 


Tyr 


Gin 


Ser Lya 


Arg 


Gin Fro lie 










470 




Lye 


Arg 


Arg 


Gin 


Aan 


She 



4BS 



<210> 5 - 
<211> 30 
<212> SNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 5 

atgacjcatga ttacgaattc aeggagadae 




1003/001911 



Val 


Ala Glv Gin. Leu Thr 


Aap 


170 


17B 




Glv 


Thr Pro Phe Tno Met 


Ala 




190 




Aezx 


Cvs Val Ala Aao He 


Trn 




205 • 




Ala 


Glu Gly Lys Arg Pro 


Tvr 
• 




220 




Pbe 


Met He Pro Thr Aen. 


Pro 




235 


240 


TrD 


Ser Aen Asn Phe Thr 


Asp 


250 


2S5 




.Pro 


Glu Gin Ara Ala Thr 


Ala 










S*r Ala T.vfl Glv Val 


J5av" 










rtBp V4JL uyts i-iy B 


Arg 




inn 




Gin 


AflT) J\or\ rt*Ln Olu A<4H 

npy *1DjJ wXLL VJAU nsa 


Ser 




315 




Met 


Val Arcr Ala Val Glv 


Asp 


330 






Thr 


Met Thr Aan Glv Ala 


Aan 








Pro 


fiar Qln lieu Qlv TKi? 


Met 




365 




Glu 


Glv Thr Met Lva Ara 






380 




Ser 


Phe Leu Glu Tyr Phe 


Glu 




395 


400 


&er 


Phe Gly Lys Ser Val 


Pro 


410 


415 




Lys 


He Pro Gin Asp Gly 


Aep 




430 




Glu 


Asp Leu Gin Lye Arg 


Leu 




445 




GlU 


He Glu Clu He Arg 


Gin 




460 




Leu 


Asp Ala He Glu Ala 


Lys 




475 


460 
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<210> 6 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400* 6 

cactctagat taattaaaaa aatagagttc 

<210> 7 
<211> 268 
<212> PRT 

<213> Homo sapiens 
<400> 7 



Ser 
1 




Ser 


He 


LyS AG a 
5 


lieu 


Glu pro 


Ser 


Met 




ser 


Gly He 


Ser 


Leu Asp 








20 






25 


Pro 


Olu 


Met 


Gly 


Leu Cys 


He 


He He 






35 








40 


Ser 


Thr 


Gly 


Met 


Thr Ser 


Arg 


Ser Gly 




SO 








65 




teu 


Arg 


Glu 


Thr 


Phe Arg 


Asn 


Leu Lye 










70 






Asp 


Leu 


Thr 


Arg 


Glu Glu 


He 


Val Glu 










BS 






Glu 


Asp 


His 


Ser 


Lye Arg 


Ser 


Ser Phe 








100 






105 


Gly 


Glu 


Glu 


Gly 


He He 


Phe 


Gly Thr 






115 








i20 


Lys 


lie 


Thr 




Phe Phe 


Arg 


Gly Aep 




130 








135 




Lys 


Pro 


Lys 


Leu 


Phe He 


He 


Gin Ala 


145 








150 






Cye 


Gly 


He 


GlU 


Thr Asp 


Ser 


Gly Val 
















Lys 


He 


Pro 


Val 


Glu Ala 


Asp 


Phe Leu 








180 






165 


Gly 


Tyr 


Tyr 


Ser 


Trp Arg 


Aan 


Ser Lya 






195 








200 


Ser 


Leu 


Cy0 


Ala 


Met Leu 


&ys 


Gin Tyr 




210 








215 




Hia 


He 


Leu 


Thr 


Arg Val 


Abu 


Arg Lye 


22S 








230 






Phe 


Ser 


Phe 


Asp 


Ala Thr 


Phe 


Hie Ala 










245 






Val 


ser 


Met 


lieu 


Thr Lya 


Glu 


Leu Tyr 








260 






2*5 



<2io> a 

<211> 249 
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30 





He 


He 


His 


Gly Ser 


Glu 


10 








15 




Asn 


Ser 


Tyr 


Lye 


Met Asp 


Tyr 










30 




Asn 


Asa 


Lye 


Asn 


Phe Hia 


Lys 








45 






Thr 


Asp 


val 


Aep 


Ala Ala 


Asn 






60 








Tyr 


Glu 


Val 


Arg 


Asn Lya 


Asn 




75 








BO 


Leu 


Wet 


Arg 


Agp 


Val ser 


Lye 


so 








55 




Val 


Cys 


Val 


Leu 


Leu Ser 


His 










110 




Asn 


Gly 


Pro 


Val 


Asp Leu 


Lys 








125 






Arg 


cye 


Arg 


Ser 


Leu Thr 


Gly 






140 








Cye 


Arg 


Gly 


Thr 


Glu Leu 


Asp 




155 








160 


Asp 


Asp 


Aep 


Met 


Ala cys 


His 


170 








175 




Tyr 


Ala 


Tyr 


Ser 


Thr Ala 


Pro 










190 




Asp 


Gly 


Ser 


Trp 


Phe He 


Gin 








205 






Ala 


Aep 


Lye 


Leu 


Glu Phe 


Met 






220 








Val 


Ala 


Thr 


GlU 


Phe Glu 


Ser 




235 








240 


Lye 


Lya 


Gin 


He 


Pro Cya 


He 


250 








255 




Phe 


Tyr 


His 
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<212> PRT 

<213> Homo sapiens 
c400> B 

Ser Gly .He Ser Leu Asp Asn ser Tyr Lys Met Asp Tyr Pro Glu Met 

15 10 15 

Gly Leu Cy3 He He tie- Aen Aen Lye Abu Phe Hie Lye Ser Thr Gly 

20 25 30 

Met Thr Ser Arg Ser Gly Thr Asp Val Asp Ala Ala Aen Leu Arg Glu 

35 40 45 

Thr Phe Arg Aen Leu Lye Tyr Glu Val Arg Asa Lye Asn Asp Leu Thr 

50 55 60 

Arg Glu Glu He Val Glu Leu Met Arg Asp Val Ser Lye Glu Asp His 
65 70 75 80 

Ser Lye Arg ser Ser Phe Val Cys val Leu Leu Sar Hie Gly Glu Glu 

85 50 95 

Gly He He Phe Gly Thr Asn Gly pro Val Asp Leu Lye Lya He Thr 

100 10S 110 

Asa Phe Phe Arg Gly Asp Arg Cys Arg Ser Leu Thr Gly Lye Pro Lye 

115 120 125 

Leu Phe lie .He Gin Ala Cys Arg Gly Thr Glu Leu Aep Cys Gly He 

130 135 140 

Glu Thr Aep Ser Gly Val Aep Aep Asp Met Ala Cys His Lys He Pro 
145 150 155 160 

Val Glu Ala Asp Phe Leu Tyr Ala Tyr ser Thr Ala Pro Gly Tyr Tyr 

165 . 170 175 

Ser Trp Arg Asn Ser Lye Asp Gly Ser Trp Phe He Gin Ser Leu Cya 

160 IBS 190 

Ala Met Leu Lya Gin Tyr Ala Asp Lye Leu Glu Phe Met His He Leu 

195 200 205 

Thr Arg Val Asn Arg Lye Val Ala Thr Glu Phe Glu Ser Phe 9er phe 

210 215 220 

Aep Ala Thr Phe His Ala Lye Lya Gin He Pro Cya He Val Sar Met 
225 230 235 240 

Leu Thr Lye Glu Leu Tyr Phe Tyr Hie 



<210> 9 

«;211> 147 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Ser Gly He Ser Leu Aep Asn Ser Tyr Lya Met Asp Tyr Pro Glu Met 
1 5' 10 IS 

Gly Leu Cys He He He Abu Asn Lye Asn Phe Hia Lys ser Thr Gly 

20 25 30 

Met Thr Ser Arg Ser Gly Thr Asp Val Aep Ala Ala Asn Leu Arg Glu 

35 40 45 

Thr Phe Arg Aen Leu Lye Tyr Glu Val Arg Asa Lys Aen Asp Leu Thr 

50 55 60 

Arg Glu Glu He Val Glu Leu Met Arg Asp Val Ser Lye Glu Asp His 
65 70 75 80 

Ser Lys Arg Ser Ser Phe Val Cys Val Leu Leu Ser Hie Gly Glu Glu 



245 
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85 



SO 



95 



Gly Xla He Phe Oly Thr Asu Gly Pro Val Asp Leu Lye Lya lie Thr 

100 * 105 110 

As*x Phe Phe Arg Gly Asp Arg Cys Arg Ser Leu Thr Oly Lys Pro Lya 

US 120 125 

Leu Phe IX© Ila Gin Ala Cys Arg Gly Thr Glu Leu Asp cys Gly lis 

130 135 140 

Glu Thr Asp 
145 



*210>* 10 

<211> 102 

<212> PUT 

<:213> Homo sapiens 

<400> 10 

Ser Gly Val Asp Asp Asp Met Ala Cye His Lys He Pro Val Glu Ala 

1 5 10 IS 

Asp Phe Leu Tyr Ala Tyr 8er Thr Ala Pro Gly Tyr Tyr Ser Trp Arg 

20 25 30 

Asn Ser Lye Asp Gly Ser Trp Phe He Gin Ser Leu Cys Ala Met Leu 

35 40 45 

Lye Gin Tyr Ala Asp Lya Leu Glu Phe Met His He Leu Thr Arg Val 

50 55 60 

Asn Arg Lya Val Ala Thr C31u Phe Glu Ser Phe Ser Phe Asp Ala Thr 
65 70 75 80 

Phe His Ala Lye Lys Gin He Pro Cy* lie Val Ser Met Leu Thr Lys 

05 90 9S 

Glu Leu Tyr Phe Tyr His 



100 
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